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Background
The French heart worm Angiostrongylus vasorum is a
p a r a s i t i cn e m a t o d eo ft h ep u l m o n a r ya r t e r i e sa n dh e a r t
of canines often with severe and in some cases fatal out-
come. The diagnosis is based on detection and species
identification of larvae in faeces which can be proble-
matic in Veterinary praxis especially in cases with low
excreting animals. A reliable technique is thus needed
for correct diagnosis and estimation of the true preva-
lence of infection in a population as well as for monitor-
ing and control campaigns.
Materials and methods
A PCR was developed from the ITS2 region of the rDNA
of A. vasorum. The sensitivity of the primers was tested
with DNA from adult A. vasorum from a naturally
infected fox and first stage larvae (L1) from an experi-
mentally infected foxes. The specificity of the primers
was tested against DNA from the most common
helminth parasites of canines in Denmark and neigh-
bouring countries. Furthermore the PCR system was
applied as a confirmative test in a screening study of
Danish hunting dogs and an epidemiological study of
helminth parasites of wildlife in Denmark.
Results
The designed primers were very sensitive and could
detect a single A. vasorum L1. The primers were also
very specific and did not react with DNA from any of
the common canine helminths. When used as a confir-
mative test, the PCR system proved to be robust and
easy to work with detecting a single larva, and for use in
post mortem examination of wildlife. There are practical
problems that can face the PCR system such as isolating
dead larvae from frozen samples and the known pro-
blem of intermittent larval excretion in dogs. These two
problems can be solved by isolation of larvae by sieving
instead of by Baermann sedimentation if samples were
frozen, and examining consecutive fresh faecal samples.
Conclusions
We were able to design a new PCR to detect DNA of
A. vasorum in canines. The test proved to be very sensi-
tive and specific when tested in clinical and epidemiolo-
gical studies. The test will be further applied in many
epidemiological and clinical studies to come.
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